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to carcinogenesis risk in fatty liver disease
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Steven G. Rozen'!, Matthew Hoare'?'3, Peter Campbell”, J. William O. Ballard', Nigel Turner®?,

Margaret J. Morris®, Shilpa Chokshi'? and Neil A. Youngson

Correction: Genome Med 14, 67 (2022)
https://doi.org/10.1186/s13073-022-01071-5

The original publication of this article [1] contained an
incorrect funding acknowledgement. The incorrect and
correct information is listed in this correction article. The
original article has been updated.

The original article can be found online at https://doi.org/10.1186/513073-
022-01071-5.
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Incorrect
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Correct
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