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The original publication of this article [1] contained an 
incorrect funding acknowledgement. The incorrect and 
correct information is listed in this correction article. The 
original article has been updated.

Incorrect
Camille and Henry Dreyfus Foundation and R35 

GM13779501 from the National Institutes of Health 
(NIH) USA to S. Chandrasekaran

Correct
Camille and Henry Dreyfus Foundation and 

startup funds from the University of Michigan to S. 
Chandrasekaran.
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